. The expression of the MBD chimera rescues checkpoint-adaptation defect in slx4∆ cells.
. Rad9 binding on chromosome III following induction of a DSB.
Rad9 was subjected to ChIP-seq analysis at the indicated times after induction of HO endonuclease, in wild type and slx4∆ strains. The enrichment scores (from the experiment in Figure 2A ) are plotted across the entire length of chromosome III. The HO cut site is at the MAT locus (~0.2 Mb).
We think that the fast decrease of Rad9 binding around ~0.05Mb, both in wild type and slx4∆ cells, is likely a consequence of a chromatin change and gene expression following galactose addition. Interestingly, the GLK1 gene, whose expression is important for carbon source metabolism, is located in that region. At the moment, we have no evidence that Rad9 binding decrease at ~0.05Mb position can be correlated to the DSB formation at MAT locus, which is far away. Table S1 . Yeast strains used in the study. Table S2 . DNA oligonucleotides used in the study. 
